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EMERT facilitates sharing of molecular typing 
information among reference laboratories 



EMERT was established nearly 10 years ago 



EMERT reports circulating clonal complex and 
fine-typing data to participating laboratories 



Entering the genomic era 

• EMERT-II will be 
incorporated in to the 
PubMLST Neisseria 
database  

• Data can be optionally 
made public 

• Submitters can edit 

• Minimal or extensive data 
can be uploaded 

 
serogroup        finetyping         MLST                                             whole genome 



Use standard BIGSdb tools on EMERT data 



EMERT II will facilitate reporting of 
summary data to TESSy 

genomes 
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Common user accounts across PubMLST 
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Common user accounts across PubMLST 
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